A 


Acid phosphatase (ACP) 381-385 

Acipenser oxyrhynchus desotoi. See Gulf of 
Mexico sturgeon 

Aconitase (ACO) 381-385 

ACO. See Aconitase 

ACP. See Acid phosphatase 

African elephant, structure of populations 
467-469 

Agouti alleles 121-128 

Agouti locus 395-398 

Ailuropoda melanoleuca. See Giant panda 

Ailurus fulgens. See Red panda 

Alectra vogelii, cowpea resistance to 45-49 

Alleles 

agouti 121-128 
tumorigenic 199-203 

Alloantigen system 348-353 

Allonemobius fasciatus. See Ground crick- 
ets 

Allonemobius socius. See Ground crickets 

Ambystoma mexicanum. See Axolotl 

Animal development, genetic analysis of 
323-324 

Anopheles gambiae, eye pigments in 375- 
380 

Anopheles stephensi Liston 309-311 

Anthocyanin, phenotypes in peach 32-38, 
186-193 

Antidorcas marsupialis, chromosomes in 
216-227 

Antilope cervicapra, chromosomes in 216- 
227 

Antilopinae, chromosomes in 216-227 

Apis mellifera. See Honeybee 

Apis mellifera iberica. See Spanish honey- 
bees 

Arabian horse, white leg markings in 129- 
135 

Arctic grizzly bears, paternity and repro- 
duction in 255-261 

Avena barbata. See Slender wild oat 

Avena hirtula. See Slender wild oat 

Axolotl, paedomorphosis in 441-447 


Bacterial recombination 327-329 
Banana, pseudostem waxiness of 297-299 


Subject Index 


Barley, chromosomes of 151-154 
“Basilicum leaf” mutation, in sunflower 
76-78 
B blood group, in birds 348-353 
Bear 413-422 
Beta-carbolines 274-279 
Beta-CCM. See Methyl &-carboline-3-car- 
boxylate 
Bipolaris maydis, resistance to 94-97 
Birds, B blood group in 348-353 
Body pigmentation, in Brachydanio rerio 
231-232 
Brachydanio rerio, body pigmentation in 
231-232 
Brown midrib trait 
in pearl millet 301-303 
in sorghum 72-74 
Brown stem rot, soybean cultivar BSR 101 
resistance to 55-60 


Cc 


Canine Sry HMG box 369-374 
Caretta caretta. See Loggerhead turtle 
Carthamus tinctorius L. See Safflower 
Cat 

DNA in 319-322 

molecular phylogeny of 413-422 
Cervus nippon. See Sika deer 
Cheetah, DNA in 319-322 
Chelonia mydas. See Green turtle 
Cheloniid sea turtles, hybrids of 262-268 
Chiasma 330-340 
Chickens 

Marek’s disease vaccines in 269-273 

Mhc genotypes 269-273, 349-350 
Chi DNA sequence 327-329 
Chinese painted quail, plumage color mu- 

tation of 68-70, 307-309 

Chromosomes 

of barley 151-154 

domestic fowl 136-139 

gazelle 216-227 

Hessian fly 1-5 

honeybee 145-150 

mice 274-279 

pig 228-230 

Pleurodeles 28-31 


slash pine 289-296 
teloaneuploid 243-245 
Xiphophorus fish 235-240 
Coat color 
hypervariable yellow mutation 121-128 
in Icelandic cattle 395-398 
Coat protein gene, of white leaf strain 85- 
88 
Common bean, genetic linkage of 98-106 
Computer programs 
to calculate F-statistics 485-486 
to estimate frequencies of multi-site 
haplotypes, using EM algorithm 
409-411 
for genetic linkage analysis 249-250 
for modeling RAPD assay on DNA se- 
quences 408-409 
population genetics for exact tests and 
ecumenicism 248-249 
Conservation biology 487-488 
Coturnix japonica. See Japanese quail 
Cowpea, resistance to Striga and Alectra 
45-49 
Cranial morphology, in tamarin 280-288 
Cucumber mosaic virus, tomato resis- 
tance to 85-88 
Cytochrome b gene, in sockeye salmon 
140-144 
Cytomixis, in Dactylis glomerata L. 448-453 


D 


Dactylis glomerata L., cytomixis in 448-453 
Diaphorase (DIA) 381-385 
DIA. See Diaphorase 
Diploid strawberry 74-76 
Diploid treefrog 432-440 
DNA 
in cat 319-322 
chi sequence 327-329 
fingerprinting 251, 399-402, 423-431, 470 
in fly 145-150 
in ground crickets 17-21 
in Gulf of Mexico sturgeon 22-27 
in Hessian fly 1-5 
in honeybee 12-16, 145-150 
in Hynobiidae 114-120 
in Japanese Sika deer 211-215 








minisatellite 354-363 
in phyllotine rodents 240-243 
randomly amplified polymorphic 408- 
409, 454-460 
ribosomal 402-407 
in Silene latifolia 107-113 
in sockeye salmon 140-144 
in Spanish honeybees 12-16 
Sry gene 369-374 
in trembling aspen 454-460 
in upland cotton 178-185 
See also Genetic linkage mapping 
Dog 
molecular phylogeny of 413-422 
sex reversal in 369-374 
Domestic cat, DNA in 319-322 
Domestic fowl, chromosomes in 136-139 
Drosophila mauritiana, transposable ele- 
ments in 364-368 
Drosophila melanogaster. See Fly 
Dwarfing genes, in lettuce 39-44 


E 


Edith’s checkerspot butterfly 204-210 

Elephant seals, population bottleneck in 
232-235 

EM algorithm, to estimate frequencies of 
multi-site haplotypes 409-411 

Eretmochelys imbricata. See Hawksbill 
turtle 

Escherichia coli, RecBCD pathway of 327- 
329 

Esterase (EST) 381-385 

EST. See Esterase 

Euphydryas editha. See Edith’s checker- 
spot butterfly 

Excalfactoria chinensis. See Chinese paint- 
ed quail 

Extension locus 395-398 

Eye pigments, in Anopheles gambiae 375- 
380 


Fanaloka 413-422 

Fan locus, in soybean oil 245-247 

Florida sandhill cranes 348-353 

Flowering plants, genetic variation in 386- 
394 

Fluctuating asymmetry, in tamarin 280- 
288 

Fluorescence 289-296 

Fluorochrome banding 289-296 

Fly, DNA of 145-150 

Fruit color, in diploid strawberry 74-76 

FSTAT (computer program) 485-486 


G 


Gallus domesticus. See Domestic fowl 
Gametes, 2n 448-453 

Gazelles, chromosomes in 216-227 
Gene pool physician 251-252 


494 The Journal of Heredity 1995:86(6) 


GENEPOP (computer program) 248-249 
Genetic linkage mapping 
of animal development 323-324 
in barley 151-154 
of common bean 98-106 
computer program for 249-250 
in domestic fowl 136-139 
Fan locus in soybean oil 245-247 
in Micronesian kingfishers 423-431 
molecular biology databases and 341- 
347 
in pig 228-230 
in safflower 480-484 
testing fo. 61-62 
transposable elements 364-368 
in Xiphophorus fishes 235-240 
See also DNA 
Genetic variation 
in Glyceria nubigena and Rugelia nudi- 
caulis 194-198 
in montane herb 386-394 
in rainbow and steelhead trout 354-363 
Genomes 324-325 
German shorthaired pointer dog 369-374 
Giant panda, molecular phylogeny of 413- 
422 
Glyceria nubigena, genetic variation in 
194-198 
Glycine max (L.) Merr. See Soybean 
Gossypium hirsutum L. See Upland cotton 
Great Smoky Mountains endemics 194-198 
Green turtle 262-268 
Grizzly bears, paternity and reproduction 
in 255-261 
Ground crickets, DNA in 17-21 
Grus canadensis pratensis. See Florida 
sandhill cranes 
Gulf of Mexico sturgeon, DNA in 22-27 


H 


Halcyon cinnamomina cinnamomina. See 
Micronesian kingfishers 

HALPO (computer program) 409-411 

Haplodiploid braconid wasp, wing color 
mutation in 158-163 

Haplotypes 409-411 

Hawksbill turtle 262-268 

Helianthus annuus L. See Sunflower 

Helminthosporium maydis. See Bipolaris 
maydis 

Hermaphroditic §self-fertilizing fish 399- 
402, 469-473 

Hessian fly, transposable elements in 1-5, 
364-368 

Heterozygosity 

inbreeding and 477-480 
in tamarin 280-288 

Hexaploid oat, isozyme loci in 381-385 

High mobility group (HMG) 369-374 

HMG. See High mobility group 

Honeybee 


chromosomes of 145-150 
See also Spanish honeybees 
Horn fly, transposable elements in 364-368 
Hyla chrysoscelis. See Diploid treefrog 
Hyla versicolor. See Tetraploid grey tree- 
frog 
Hynobiidae, DNA in 114-120 
Hyperbilirubinuria, in rat 314-317 
Hypernodulation, in pea 303-305 
Hypervariable yeliow coat color mutation 
121-128 


Icelandic cattle, coat color in 395-398 
IDH. See Isocitrate dehydrogenase 
Inbreeding, heterozygosity and 477-480 
Ipomopsis aggregata. See Montane herb 
Isocitrate dehydrogenase (IDH) 381-385 
Isozyme loci, in hexaploid oat 381-385 


J 


Japanese quail 
light down lethal plumage color in 305- 
307 
stumpy-limb mutation of 66-68 
Japanese Sika deer, DNA in 211-215 


K 


Karyotype, of slash pine 289-296 
Keeler, Clyde Edgar 489-491 
Kemp’s ridley turtle 262-268 


L 


Lactuca sativa L. See Lettuce 

LAP. See Leucine aminopeptidase 

Larva color, in malaria mosquito 309-311 

Leopard danio, body pigmentation in 231- 
232 

Lepidochelys kempii. See Kemp’s ridley 
turtle 

Lettuce, dwarfing genes in 39-44 

Leucine aminopeptidase (LAP) 381-385 

Light down lethal color, in Japanese quail 
305-307 


LINKEM (computer program) 249-250 
Linolenic acid, in soybean oil 245-247 
Lions, DNA in 319-322 

Loggerhead turtle 262-268 

Loxodonta africana. See African elephant 
Lycopersicon esculentum Mill. See Tomato 


Maize 
Bipolaris maydis 94-97 
transposable element in 167-171 
Major histocompatibility complex (Mhc) 
348-353 
Malaria mosquito, larva color in 309-311 
Malaria vector 375-380 





Malate dehydrogenase (MDH) 381-385 
Marek’s disease vaccines 269-273 
Mariner transposase gene 364-368 
Marine turtles, hybrids of 262-268 
Mayetiola destructor (Say). See Hessian fly 
MDH. See Malate dehydrogenase 
Meiocytes 448-453 
Meiosis 330-340 
Melanomas, in Xiphophorus variatus 199- 
203 
Menadione reductase 480-484 
Mendel’s results 62-66 
Methyl &-carboline-3-carboxylate (&-CCM) 
274-279 
Mhc. See Major histocompatibility com- 
plex 
Mice, chromosomes in 274-279 
Micronesian kingfishers, genetic identifi- 
cation of kin in 423-431 
Microplitis croceipes. See Haplodiploid 
braconid wasp 
Microsatellite loci 
of arctic grizzly bears 255-261 
in Felidae 319-322 
in white-tailed deer 317-319 
Minisatellite DNA 354-363 
Molecular biology 324 
databases 341-347 
Mongoose 413-422 
Montane herb, genetic variation in 386- 
394 
Mosquito 
Anopheles gambiae 375-380 
larva color in 309-311 
Mox mutation, of tomato 172-177 
Musa spp. L. See Plantain 


Narrow leaf mutant, in pearl millet 299- 
301 
Nod-3 gene, in pea 303-305 


Oo 


Obesity, genetics of 81 

Oncorhynchus mykiss. See Rainbow trout; 
Steelhead trout 

Oncorhynchus nerka. See Sockeye salmon 

Organelle genes 324-325 

Oryza sativa L. See Purple-red hull rice 
mutation 


P 


Paedomorphosis, in axolotl 441-447 
Paternity, in arctic grizzly bears 255-261 
PCR. See Polymerase chain reaction 
Pea, nod-3 gene in 303-305 
Peach, anthocyanin phenotypes in 32-38, 
186-193 

Pear! millet 

brown midrib trait in 301-303 

narrow leaf mutant in 299-30! 


Pennisetum glaucum (L.) R. Br. See Pearl 
millet 

PER. See Peroxidase 

Peroxidase (PER) 381-385 

Petunia, tetrapioidization in protoplast 
cultures of 461-466 

Petunia hybrida. See Petunia 

PGM. See Phosphoglucomutase 

Phaseolus vulgaris L. See Common bean 

Phialophora  gregata, brown stem rot 
caused by 55-60 

Phosphoglucoisomerase 480-484 

Phosphoglucomutase (PGM) 381-385 

Phyllotine rodents, DNA in 240-243 

Pigeon squabs, genetic correlation in 70- 
72 

Pig, linkage map in 228-230 

Pillar peach cultivar 186-193 

Pink-eye locus 375-380 

Pinus elliottii Engelm. var. elliottii. See 
Slash pine 

Pinus taeda, sex-related differences in 157- 
158 

Pisum sativum L. See Pea 

Plantago lagopus L., teloaneuploids of 243- 
245 

Plantain, pseudostem waxiness of 297-299 

Pleurodeles poireti, sex reversal in 28-31 

Pleurodeles waltl, sex reversal in 28-31 

Plumage 

in Chinese painted quail 68-70, 307-309 
in Japanese quail 305-307 

PMCs. See Pollen mother cells 

Polemoniaceae. See Montane herb 

Pollen mother cells (PMCs) 448-453 

Pollen selection, thermotolerance affected 
by 50-54 

Polymerase chain reaction (PCR) 364-368, 
369-374 

Population bottleneck, in elephant seals 
232-235 

Population genetics 163-164, 248-249 

Populus tremuloides Michx. See Trembling 
aspen 

Potato virus, resistance to 89-93 

Procyonidae. See Raccoon 

Prunus persica (L.) Batsch. See Peach 

Puma, DNA in 319-322 

Purple-red hull rice mutation 154-156 


Raccoon 413-422 

Rainbow trout, genetic variation in 354- 
363 

Randomly amplified polymorphic DNA 
(RAPD) 408-409, 454-460 

RAPD. See Randomly amplified polymor- 
phic DNA 

RAPDISM (computer program) 408-409 

Rat 

with hyperbilirubinuria 314-317 


turning behavior in 311-314 
RecBCD enzyme 327-329 
Red-eye locus 375-380 
Red panda, molecular phylogeny of 413- 
422 
Reproduction, in arctic grizzly bears 255- 
261 
Restriction enzyme bands 240-243 
Restriction fragment length polymorphism 
(RFLP) 
on barley 152-154 
on rye and slender wild oat 402-407 
RFLP. See Restriction fragment length 
polymorphism 
Ribosomal DNA 402-407 
Rivulus marmoratus. See Self-fertilizing her- 
maphroditic fish 
Rugelia nudicaulis, genetic variation in 
194-198 
Rye 402-407 


S 


Safflower, genetic linkage mapping in 480- 
484 
Saguinus. See Tamarin 
Secale cereale. See Rye 
Self-fertilizing hermaphroditic fish 
clonal stability in 399-402 
outcrossing in 469-473 
Sex ratio, of Silene latifolia 107-113 
Sex reversal 
in dog 369-374 
in Pleurodeles species 28-31 
Shikimate dehydrogenase (SKDH) 381-385 
allozymes 74-76 
Sika deer, DNA in 211-215 
Silene latifolia, sex ratio of 107-113 
6-PGD. See 6-phosphogluconic dehydro- 
genase 
6-phosphogluconic 
PGD) 381-385 
SKDH. See Shikimate dehydrogenase 
Slash pine, karyotype of 289-296 
Slender wild oat 402-407 
Sockeye salmon, cytochrome b gene in 
140-144 
Sorghum, brown midrib trait in 72-74 
Soybean 
cultivar BSR 101 resistance to brown 
stem rot 55-60 
linolenic acid in oil 245-247 
Spanish honeybees, DNA in 12-16 
Sry gene 369-374 
Steelhead trout, genetic variation in 354- 
363 
Strawberry 74-76 
Striga gesnerioides, cowpea resistance to 
45-49 
Stumpy-limb mutation, of Japanese quail 
66-68 


dehydrogenase (6- 


Subject Index 495 





Sunflower, “basilicum leaf” mutation in 
76-78 

Symbiosis 488 

Synaptonemal complex 330-340 


T 


Tamarin, fluctuating asymmetry in 280- 
288 
Teloaneuploids, of Plantago lagopus L. 
243-245 
Tetraploid grey treefrog 432-440 
Thermotolerance, sporophytic and game- 
tophytic components of 50-54 
Tomato 
Mox mutation of 172-177 
resistance to cucumber mosaic virus in 
85-88 
Transposable elements 
in Hessian fly 364-368 
in maize 167-171 
Treefrogs, tetraploid and diploid 432-440 
Trembling aspen, DNA variation among 
454-460 


496 The Journal of Heredity 1995:86(6) 


Tribolium castaneum, hybridization in 6- 
11, 473-477 

Tribolium freemani, hybridization in 473- 
477 

Trichome density, in upland cotton 78-80 

Triosephosphate isomerase 480-484 

Tumorigenic alleles 199-203 

Turning behavior, in rat 311-314 

Tyrosine kinase-peptidase A synteny 235- 
240 


U 


Upland cotton 
repetitive elements in 178-185 
trichome density in 78-80 


Vv 


Variable number tandem repeat (VNTR) 
354-363 

Vigna unguiculata (L.) Walp. See Cowpea 

VNTR. See Variable number tandem repeat 


Ww 


White leaf strain, coat protein gene of 85- 
88 

White leg markings, in Arabian horse 129- 
135 

White-tailed deer, microsatellite loci in 
317-319 

Wing color mutation, in haplodiploid brac- 
onid wasp 158-163 


X 


Xiphophorus fishes 
genetic linkage mapping in 235-240 
melanomas in 199-203 
Xiphophorus variatus, melanomas in 199- 
203 
XX sex reversal 369-374 


Z 


Zea mays L. See Maize 
Zebra danio, body pigmentation in 231- 
232 





Abbott, D. C. 152 
Acland, G. M. 369 
Adalsteinsson, S. 395 
Aggrey, S. E. 70 
Alscher, R. 324 
Archibald, A. L. 228 
Arctander, P. 467 
Argeson, A. C. 121 
Atchley, W. R. 477 
Atokple, I. D. K. 45 
Avise, J. C. 262 


Bacon, L. D. 269 
Baker, R. J. 178 
Ballou, J. D. 423 
Baroncelli, S. 76 
Barotti, S. 76 
Beard, C. B. 375 
Beeman, R. W. 6 
Benedetti, L. A. 163 
Benedict, M. Q. 375 
Berlyn, M. K. B. 341 
Beye, M. 145 
Bickham, J. W. 140 
Bjarnadottir, S. 395 
Bogart, J. P. 432 
Borowsky, R. 199 
Bowen, B. W. 262 
Bowman, L. 369 
Briles, W. E. 348 
Britten, H. B. 204 
Brown, A. H. D. 152 
Brummer, E. C. 245 
Brussard, P. F. 204 


Cc 


Campbell, D. R. 386 
Campton D. E. 22 
Carapetian, J. 480 
Casna, N. J. 423 
Chang, R.-Y. 94 
Chaparro, J. X. 32, 186 
Chapouthier, G. 274 
Cheng, K. M. 70 
Chesnel, A. 28 


Author Index 


Cheverud, J. M. 280 
Choi, D.-W. 461 
Chong, D. K. X. 454 
Chu, J. 17 

Clément, Y. 274 
Collins, F. H. 375 
Collins, W. W. 89 
Copeland, N. G. 121 
Couperwhite, S. 228 
Craighead, L. 255 
Cribiu, E. P. 136 


Davis, T. M. 74 
Davis, W. P. 469 

de la Vega, M. P. 402 
Denell, R. E. 6 
Devey, M. E. 157 
DeWoody, J. A. 317 
Dhar, M. K. 243 
Dinesh-Kumar, S. P. 167 
Doerge, R. W. 61 
Dorazi, R. 28 
Doudrick, R. L. 289 
Dournon, C. 28 


E 


Eathington, S. R. 55 
Ehrlich, P. R. 204 
Ehrman, L. 81 
Emechebe, A. M. 45 
Estilai, A. 480 


Fajt, V. 369 
Falcinelli, M. 448 
Falistocco, E. 448 
Falkinham, J. O. 251 
Fambrini, M. 76 
Finnerty, V. 375 
Foglesong, P. D. 309 
Fort, S. B. 39 
Friesen, K. S. 6 
Frova, C. 50 
Funami, Y. 314 


Gee, G. F. 348 

Gepts, P. 98 

Glenn, T. C. 12 

Godt, M. J. W. 194 
Gonsalves, D. 85 
Gonzalez-Providell, S. 240 
Goudet, J. 485 

Gray, L. E. 55 

Groover, A. T. 157 

Gupta, S. C. 72, 301 


Haig, S. M. 423 

Haley, C. S. 228 
Hamrick, J. L. 194 
Harless, J. 235 
Hawley, M. E. 409 
Hayes, H. 216 
Hedrick, P. W. 232 
Heslop-Harrison, J. S. 289 
Hoelzel, A. R. 487 
Honeycutt, R. L. 317 
Hosokawa, S. 311, 314 
Howard, D. J. 17 
Howard, I. K. 489 
Hutchison, D. W. 280 


J 


Jarvi, S. |. 348 

Jenkins, N. A. 121 
Jonmundsson, J. V. 395 
Joslyn, D. J. 309 


Kallman, K. D. 235 
Karl, S. A. 262 
Katoh, H. 311, 314 
Kawaguchi, A. 311, 314 
Kazianis, S. 199 
Kidd, K. K. 409 
Kim, S.-G. 461 
Kloth, R. H. 78 
Kneen, B. E. 303 
Koul, A. K. 243 
Kumar, P. 309 





Kuwabara, M. 311 
Kwon, Y. M. 461 


Ladjali, K. 136 
Lagudah, E. S. 152 
LaRue, T. A. 303 
Laughlin, T. F. 399 
Lee, H. S. 461 

Lee, J. M. 157 

Lee, J. S. 461 
Leigh, E. G. Jr. 488 
Lenzi, A. 76 

Li, Y. 158 
Lombard, L. A. 107 
Longmire, J. L. 178 
Lubinski, B. A. 399, 469 
Lyons, E. E. 107 


Mable, B. K. 432 
Maguire, M. P. 330 
Martin, B. 274 
McQueen, H. A. 228 
Mengesha, M. H. 299 
Menotti-Raymond, M. A. 319 
Meyers-Wallen, V. N. 369 
Mihira, T. 114 

Mikami, T. 311, 314 
Miller, M. M. 348 
Miracle, A. L. 22 
Mizuno, S. 114 

Mori, K. 114 

Moritz, R. F. A. 145 
Morizot, D. C. 235 
Murphy, D. D. 204 
Murphy, J. P. 381 

Myers, R. 327 


Nairin, R. S. 235 
Nance, W. L. 289 
Narang, S. K. 309 
Neale, D. B. 157 
Nelson, C. D. 289 
Nickell, A. D. 245 
Nickell, C. D. 55 
Novitski, C. E. 62 
Nozaki, Y. 311 


Oo 


Oard, J. H. 154 
Obermoeller, R. D. 235 
O’Brien, S. J. 319, 413 
Ogburia, N. M. 297 
Oh, M.-H. 461 
O’Malley, D. M. 32, 186 
Ono, H. 114 

Ortiz, R. 297 

Otto, P. A. 163 


498 The Journal of Heredity 1995:86(6) 


Paetkau, D. 255 
Palmer, V. L. 369 
Paredes, O. M. 98 
Park, E.-H. 399 
Patton, J. C. 140 
Peterson, P. A. 94, 167 
Peterson, P. W. 172 
Phang, V. P. E. 231 
Polanco, C. 402 
Portaluppi, P. 50 
Powers, E. 17 
Primus, J. P. 375 
Provvidenti, R. 85 
Pugliesi, C. 76 


Rai, K. N. 299 

Rao, S. A. 299 
Raymond, M. 248 
Reddy, C. R. 299 
Reynolds, H. V. 255 
Ridout, M. S. 249 
Rousset, F. 248 
Rush, M. C. 154 
Russell, V. W. 364 
Rutherford, C. L. 324 
Ryder, E. J. 39 


Saitoh, Y. 114 

Salas, C. A. 381 

Sari Gorla, M. 50 
Schlafer, D. 369 
Schmidt, T. 289 
Schwarzacher, T. 289 
Séguéla, A. 216 
Shah-Mahoney, N. 107 
Shetty, N. J. 309 
Shoemaker, R. C. 245 
Shukle, R. H. 1, 364 
Siegismund, H. R. 467 
Singh, B. B. 45 
Siracusa, L. D. 121 
Skow, L. C. 317 
Slattery, J. P. 413 
Smith, D. R. 12 
Sokoloff, A. 473 
Song, J. Y. 461 

Spray, S. 473 

Stahl, F. 327 

Steiner, W. W. M. 158 
Stothard, J. R. 408 
Strobeck, C. 255 
Stuart, J. J. 1 
Svensson, R. 235 
Swing, D. A. 121 


T 


Tagaya, O. 311, 314 
Tajima, S. 114 


Tamate, H. B. 211 

Tan, J. C. S. 231 

Taylor, D. S. 399, 469 
Taylor, E. B. 354 
Temnykh, S. V. 303 
Thatiparthi, V. R. 167 
Thomson, M. S. 6 
Tixier-Boichard, M. 136 
Tobutt, K. R. 249 

Tone, M. 114 

Tosti, N. 448 

Tsuchiya, T. 211 
Tsudzuki, M. 66, 68, 305, 307 
Turner, B. J. 399, 469 


Vv 


Vage, D. I. 395 
Vallejo, R. L. 89 
Van Den Bussche, R. A. 178 
Vassart, M. 216 
Venault, P. 274 
Vielkind, J. R. 235 
Villa, M. 50 

Voss, S. R. 441 
Vowden, C. J. 249 
Vuylsteke, D. 297 
Vyse, E. R. 255 


Ww 


Wakabayashi, T. 311, 314 
Walker, L. I. 240 
Walter, R. B. 235 
Wang, S. 151 
Washburn, L. L. 121 
Waycott, W. 39 
Weeden, N. F. 303 
Werner, D. J. 32, 186 
West, D. A. 252 
Whetten, R. W. 32, 186 
Wilcox, J. R. 245 
Williams, C. G. 157 
Williamson, S. C. 74 
Witter, R. L. 269 

Wolf, P. G. 386 
Wolfner, M. F. 323 
Wood, C. C. 140 
Woolf, C. M. 129 


Xie, Q. J. 154 
Xu, S. 477 


Y 


Yamamoto, N. 311, 314 
Yamazaki, K. 311, 314 
Yang, R.-C. 454 

Yeh, F. C. 454 

Yoder, J. I. 172 

Young, J. B. 89 

Yu, H. 74 





A 


Allelic relationships and inheritance of 
brown midrib trait in sorghum 72-74 

Allozyme polymorphisms in Spanish hon- 
eybees (Apis mellifera iberica) 12-16 

Allozyme variation in two Great Smoky 
Mountain endemics: Glyceria nubi- 
gena and Rugelia nudicaulis 194-198 

Another look at some of Mendel’s results 
62-66 

Association of the chlorina gene f3 with 
chromosome arm 5S in barley 151- 
152 


Biogeographic implications of cytochrome 
b sequences and allozymes in sockeye 
(Oncorhynchus nerka) 140-144 

Brown: a plumage color mutation in Chi- 
nese painted quail (Excalfactoria chi- 
nensis) 307-309 

Brown coat color in Icelandic cattle pro- 
duced by the loci Extension and Agou- 
ti 395-398 

Brown larva: an allele of the green larva 
mutation in the malaria mosquito, 
Anopheles stephensi 309-311 


Cc 


Characterization of an unstable anthocya- 
nin phenotype and estimation of so- 
matic mutation rates in peach 186- 
193 

Characterization of a tyrosine kinase-pep- 
tidase A synteny in linkage group XIIl 
of Xiphophorus fishes (Teleostei: Poe- 
ciliidae): implications for vertebrate 
chromosome evolution 235-240 

Characterization of honeybee (Apis melli- 
fera L.) chromosomes using repetitive 
DNA probes and fluorescence in situ 
hybridization 145-150 

Chromosomal evolution in gazelles 216- 
227 

Clonal stability and mutation in the self- 
fertilizing hermaphroditic fish, Rivulus 
marmoratus 399-402 


Title Index 


A complex alloantigen system in Florida 
sandhill cranes, Grus canadensis pra- 
tensis: evidence for the major histo- 
compatibility (B) system 348-353 

Cytomixis in pollen mother cells of diploid 
Dactylis, one of the origins of 2n ga- 
metes 448-453 


D 
DNA fingerprinting (book review) 251 


E 


Efficacy of Marek’s disease vaccines in 
Mhc heterozygous chickens: Mhc con- 
genic X inbred line F, matings 269-273 

Elephant seals and the estimation of a 
population bottleneck 232-235 

The encyclopedia of molecular biology 
(book review) 324 

Evolutionary conservation of ten micro- 
satellite loci in four species of Felidae 
319-322 

Evolutionary dynamics of sex ratio and 
gender dimorphism in Silene latifolia: 
Il. Sex ratio and flowering status in a 
potentially male-biased population 
107-113 

Evolution by association (book review) 488 

Eye pigments in wild-type and eye-color 
mutant strains of the African malaria 
vector Anopheles gambiae 375-380 


F 


Fluctuating asymmetry in tamarin (Saguin- 
us) cranial morphology: intra- and in- 
terspecific comparisons between taxa 
with varying levels of genetic hetero- 
zygosity 280-288 

Four novel teloaneuploids of Plantago la- 
gopus L. 243-245 

FSTAT (version 1.2): a computer program 
to calculate F-statistics 485-486 

Further identification of homologous genes 
in Tribolium castaneum (Herbst) and T- 
freemani Hinton (Coleoptera: Teneb- 
rionidae) through hybridization 473- 
477 


G 


Gene exchange in a ground cricket hybrid 
zone 17-21 

GENEPOP (version 1.2): population genet- 
ics software for exact tests and ecu- 
menicism 248-249 

Genetic analysis of animal development 
(book review) 323-324 

Genetic analysis of an unstable, purple-red 
hull rice mutation derived from tissue 
culture 154-156 

Genetic basis of paedomorphosis in the 
axolotl, Ambystoma mexicanum: a test 
of the single-gene hypothesis 441-447 

Genetic control of resistance to Bipolaris 
maydis: one gene or two genes? 94-97 

Genetic correlation between genetic and 
parental effects on growth in pigeon 
squabs 70-72 

Genetic identification of kin in Microne- 
sian kingfishers 423-431 

The genetics of obesity (book review) 81 

Genetics of resistance to Striga and Alectra 
in cowpea 45-49 

Genetic variation at minisatellite DNA loci 
among North Pacific populations of 
steelhead and rainbow trout (Onco- 
rhynchus mykiss) 354-363 


H 


HAPLO: a program using the EM algorithm 
to estimate the frequencies of multi- 
site haplotypes 409-411 

Heterochromatic DNA evolution in phyl- 
lotine rodents: restriction enzyme 
bands 240-243 

Heterozygosity of F, from two segregating 
populations 477-480 

Hierarchical analysis of allozymic and 
morphometric variation in a montane 
herb, /pomopsis aggregata (Polemoni- 
aceae) 386-394 

High-resolution chromosome preparations 
for G- and R-banding in Gallus domes- 
ticus 136-139 

A hybrid incompatibility factor in Triboli- 
um castaneum 6-11 








Hybridization among the ancient mari- 
ners: characterization of marine turtle 
hybrids with molecular genetic assays 
262-268 

Hybridization between tetraploid and dip- 
loid species of treefrogs (genus Hyla) 
432-440 

Hypervariable yellow (A””), a new murine 
agouti mutation: A”’” displays the larg- 
est variation in coat color phenotypes 
of all known agouti alleles 121-128 


Identification of RFLPs flanking a scald re- 
sistance gene on barley chromosome 
6 152-154 

Influence of stochastic events on the phe- 
notypic variation of common white 
leg markings in the Arabian horse: im- 
plications for various genetic disor- 
ders in humans 129-135 

Inheritance and allelic study of brown 
midrib trait in pearl millet 301-303 

Inheritance and linkage analyses of mena- 
dione reductase, phosphoglucoiso- 
merase, and triosephosphate isomer- 
ase in safflower 480-484 

Inheritance and linkage of isozyme loci in 
hexaploid oat 381-385 

Inheritance, genetic interaction, and bio- 
chemical characterization of antho- 
cyanin phenotypes in peach 32-38 

Inheritance of body pigmentation pattern 
in Brachydanio rerio 231-232 

Inheritance of brown stem rot resistance 
in soybean cultivar BSR 101 55-60 

Inheritance of dwarfing genes in Lactuca 
sativa L. 39-44 

Inheritance of pseudostem waxiness in ba- 
nana and plantain (Musa spp.) 297- 
299 

Inheritance of resistance to cucumber mo- 
saic virus in a transgenic tomato line 
expressing the coat protein gene of 
the white leaf strain 85-88 

Inheritance of resistance to potato virus Y 
and potato virus X in hybrid Solanum 
phureja X S. stenotomum diploid po- 
tatoes 89-93 

Inheritance of the “basilicum leaf” muta- 
tion in sunflower (Helianthus annuus 
L.) 76-78 

Interaction of two loci that affect trichome 
density in upland cotton 78-80 

Is the synaptonemal complex a disjunc- 
tion machine? 330-340 


K 


Karyotype of slash pine (Pinus elliottii var. 
elliottii) using patterns of fluores- 


500 The Journal of Heredity 1995:86(6) 


cence in situ hybridization and fluo- 
rochrome banding 289-296 


L 


Length polymorphism in the ribosomal 
DNA intergenic spacer of rye and slen- 
der wild oats 402-407 

Light down lethal: a new autosomal reces- 
sive down color mutation in Japanese 
quail 305-307 

Light gray: a plumage color mutation of 
Chinese painted quail (Excalfactoria 
chinensis) 68-70 

A linkage map of pig chromosome 10 228- 
230 

LINKEM: a program for genetic linkage 
analysis 249-250 

Localization of nod-3, a gene conditioning 
hypernodulation, and identification of 
a novei translocation in Pisum sativum 
L. cv. Rondo 303-305 


Mapping information roadways from se- 
quence to phenotype and across spe- 
cies 341-347 

Mapping the Fan locus controlling linolen- 
ic acid coztent in soybean oil 245-247 

Mariner transposase-like sequences from 
the Hessian fly, Mayetiola destructor 
364-368 

Microsatellite analysis of paternity and re- 
production in arctic grizzly bears 255- 
261 

Microsatellite markers in white-tailed deer 
317-319 

Mitochondrial DNA polymorphism in sub- 
species of the Japanese Sika deer, Cer- 
vus nippon 211-215 

Molecular phylogeny of the red panda 
(Ailurus fulgens) 413-422 

Mouse chromosomes 4 and 13 are in- 
volved in f-carboline-induced sei- 
zures 274-279 

Mox: a novel modifier of the tomato Xa lo- 
cus 172-177 


Narrow leaf mutant: a new plant type in 
pearl millet 299-301 

New findings in the stumpy-limb mutation 
of Japanese quail 66-68 

A new mutant rat with hyperbilirubinuria 
(hyb) 314-317 

A new mutant rat with turning behavior 
(Tur) 311-314 

A note on the graphical representation of 
genotype frequencies in population 
genetics 163-164 


Oo 


Old and new concepts for the role of chi 
in bacterial recombinaticn 327-329 

Opposite sex determination of gonads in 
two Pleurodeles species may be due 
to a temperature-dependent inactiva- 
tion of sex chromosomes 28-31 

Organelle genes and genomes (book re- 
view) 324-325 

Organization of repetitive elements in the 
upland cotton genome (Gossypium hir- 
sutum) 178-185 

Origin of tetraploidization in protoplast 
cultures of petunia (Petunia hybrida) 
461-466 

Outcrossing in a natural population of self- 
fertilizing hermaphroditic fish 469- 
473 


P 


Permanent fixation of a transposable ele- 
ment insert in the A2 gene of maize 
(Zea mays L.) 167-171 

Physical mapping of DNA sequences in the 
Hessian fly, Mayetiola destructor 1-5 

Physician to the gene pool (book review) 
251-252 

Principles of conservation biology (book re- 
view) 487-488 


R 


RAPDSIM: computer programs for model- 
ing the RAPD assay on DNA sequenc- 
es 408-409 

RAPD variation within and among natural 
populations of trembling aspen (Pop- 
ulus tremuloides Michx.) from Alberta 
454-460 


S 


Segregation and recombination in inter- 
gene pool crosses of Phaseolus vulgar- 
is L. 98-106 

Sex-related differences in meiotic recom- 
bination frequency in Pinus taeda 157- 
158 

Shikimate dehydrogenase allozymes: in- 
heritance and close linkage to fruit 
color in the diploid strawberry 74-76 

Sporophytic and gametophytic compo- 
nents of thermotolerance affected by 
pollen selection 50-54 

Sry-negative XX sex reversal in the Ger- 
man shorthaired pointer dog 369-374 

Stable association of a pigmentation allele 
with an oncogene: nonhybrid mela- 
nomas in Xiphophorus variatus 199- 
203 

Structure of African elephant populations 
467-469 





T 


Tandem repeat sequence variation and 
length heteroplasmy in the mitochon- 
drial DNA D-loop of the threatened 
Gulf of Mexico sturgeon, Acipenser ox- 
yrhynchus desotoi 22-27 

A test for isolation-by-distance in central 
Rocky Mountain and Great Basin pop- 


ulations of Edith’s checkerspot butter- 
fly (Euphydryas editha) 204-210 

Testing for linkage: phase known/unknown 
61-62 


Vv 


Variation of repetitive DNA and its phylo- 
genetic relation in Hynobiidae (Cau- 
data) 114-120 


Ww 


A wing color mutant (cw) in the parasitic 
wasp, Microplitis croceipes (Hymenop- 
tera: Braconidae) 158-163 


Title Index 501 








